ABSTRACT Here, we present the genome sequence of a member of the group I Acidobacteria, Acidipila sp. strain EB88, which was isolated from temperate forest soil. Like many other members of its class, its genome contains evidence of the potential to utilize a broad range of sugars.
most of its lipid and fatty acid biosynthesis genes with other acidobacteria, so we posit that the hydrophobic nature of its colonies is driven by deficiencies in fatty acid degradation genes (EC 1.3.8.1, 2.3.1.9, and 2.3.1.16).
Together, these results indicate that the genome of Acidipila sp. EB88 is typical of many group I Acidobacteria but possibly differs in genes involved in extracellular associations. Its niche in forest soils is expected to include the use of sugars and amino acids under microaerobic to aerobic conditions. Data availability. The complete genome sequence is available in GenBank under accession number QWEV00000000. The version described in this paper is the first version, QWEV01000000.
